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S ^^ M ^^ A ^^ S ^^ M ^^ A ^^ M ^^ H ^^V-~A~~Q--P--A-~V~~V~-L-~A~-S--S~~R-- +14 
+ 1 

GGCATCGCTAGCTTTGTGTGTGAGTATGCATCTCCAGGCAAATTGACTGAGGTCCGGGTG +102 

G ^^ I ^^^S~~F--V--C~~E~-Y--A--S-~P~~G--K~~L-~T~~E~-V~~R--V-~ +34 

ACAGTGCTTCGGCAGGCTGACAGCCAGGTGACTGAAGTCTGTGCGGCAACCTACATGATG +162 

T ^^V~-L--R--Q--A--D~-S-~Q~-V~~T~~E~~V~~C~~A--A--T-~Y~~M-~M-- +54 

GGGAATGAGTTGACCTTCCTAGATGATTCCATCTGCACGGGCACCTCCAGTGGAAATCAA +222 
G ^^ N ^^ E ^^ L ~^ T ^^ F ^^L~~D-~D-~S~~I~-C--T--G--T--S--S~~G~~N-~Q~~ , +7 4 

GTGAACCTCACTATCCAAGGACTGAGGGCCATGGACACGGGACTCTACATCTGCAAGGTG +282 

V~^N--L-~T~-I~~Q~~G~~L-~R--A~-M--D--T--G--L--Y-~I~~C~~K-~V-~ +94 

GAGCTCATGTACCCACCGCCATACTACGAGGGCATAGGCAACGGAACCCAGATTTATGTA +342 

E ^^ L ^^ M ^^Y~-P-~P~-P~-Y~~Y~~E~~G-~I--G--N-~G~-T--Q--I--Y~-V-~ +114 

ATTGATCCAGAACCGTGCCCAGATTCTGATCAGGAGCCCAAATCTTCTGACAAAACTCAC +402 

I~~D — p- — E~~P — C — P~~D — S^D^Q — E — P~~-K~-~S — s^"-D^K~~T>~H~~ +134 

ACATCCCCACCGTCCCCAGCACCTGAACTCCTGGGGGGATCGTCAGTCTTCCTCTTCCCC +4 62 

T ^^ s ^^p^^p^^ s ^^p^^ A ^^p^^ E ^^ L ^^ L ^^ G ^^ G ^^ s ^^ s ^^V--F--L--F--P--- +154 

CCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG +522 

p^^ K ^^p^^ K ~~D~-T--L-~M-~I~~S~~R~~T~~P~~E~~V~~T~~C~~V~~V~-V~~ +174 

GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTG +582 

D ^^V-~S~~H~~E~-D~-P~~E~~V~~K~~F~~N~~W~-Y~~V~~D~~G~~V~~E--V~~ +194 

CATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGC +642 

H ^~N--A--K~~T~~K~~P~~R~~E~-E~~Q~~Y~~N-~S~~T--Y~-R~~V~-V--S~~ +214 

GTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCC +702 

V— L— T— V— L — H — Q — D — W — L — N— G — K— E— Y— K — C — K — V — S — +234 

AACAAAGCCCTCCCAGCCCCCATCGAGAAAACGATCTCCAAAGCCAAAGGGCAGCCCCGA +762 

N— K— A— L— P—A~~P— I — E— K — T— I — S— K— A— K— G— Q— P— R— +254 

GAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGC +822 

e ^^P^^q^^V~~Y-~T~-L~-P--P~~S~~R~~D~~E~-L~~T--K~~N~~Q~~V~~S~~ +274 

CTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAAT +882 

L ^^ T ^^ C ^^ L ^^V--K-~G--F~-Y--P--S--D--I--A--V~~E~-W-~E--S--N-- +294 

GGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTC +942 

G ^^Q^^p^^ E ^^ N ^^ N ^^Y--K~~T~~T-~P~~P--V~~L~~D-~S-~D~~G-~S~~F~~ +314 

TTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCA +1002 

F ^^ L ^^Y~~S~~K~-L-~T-~V-~D~~K-~S~~R--W~-Q~~Q~~G--N~~V~~F~~S~~ +334 

TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCT +1062 

C .^ S ^^V~~M~-H~-E--A--L--H--N~-H-~Y--T~~Q--K--S~-L--S-~L~~S-- +354 

CCGGGTAAATGA 
P— G— K— * 
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ATGGGTGTACTGCTCACACAGAGGACGCTGCTCAGTCTGGTCCTTGCACTCCTGTTTCCA - 1 9 

AGCATGGCGAGCATGGCAATGCACGTGGCCCAGCCTGCTGTGGTACTGGCCAGCAGCCGA + 42 
+ 1 

GGCATCGCTAGCTTTGTGTGTGAGTATGCATCTCCAGGCAAAACTACTGAGGTCCGGGTG +102 

G— I— A — S — F— V— C — E — Y— A — S — P— G — K— T~~T — E — V — R — V — +34 

ACAGTGCTTCGGCAGGCTGACAGCCAGGTGACTGAAGTCTGTGCGGCAACCTACATGATG +162 

T „V— L— R— Q— A~~D— S— Q — V— T— E~~V— C— A— A— T— Y — M— M— +54 

GGGAATGAGTTGACCTTCCTAGATGATTCCATCTGCACGGGCACCTCCAGTGGAAATCAA +222 

G ^^ N ^^ E ^^L^^ T ^^ F ^^ L ^^ D ^^ D ^^S~~I~-C--T~-G~-T-~S--S--G~~N~-Q-- +7 4 

GTGAACCTCACTATCCAAGGACTGAGGGCCATGGACACGGGACTCTACATCTGCAAGGTG +282 

V~~N--L~~T~~I~~Q~~G--L--R~-A~~M~-D~-T~~G~~L~-Y~~I~-C-~K~-V-- +94 

GAGCTCATGTACCCACCGCCATACTACGAGGGCATAGGCAACGGAACCCAGATTTATGTA +342 

E^L^M~~Y~~P~~P — P* — Y — Y — E~~G~~I~~-G — N--G — T — Q~~I — y~~v~~ +114 

ATTGATCCAGAACCGTGCCCAGATTCTGATCAGGAGCCCAAATCTTCTGACAAAACTCAC +402 

I ^^ D ^^p^^ E ^^p^^ C ~~P~~D~~S~~D~-Q--E--P--K~~S~-S~~D~-K--T-~H~- +134 

ACATCCCCACCGTCCCCAGCACCTGAACTCCTGGGGGGATCGTCAGTCTTCCTCTTCCCC +4 62 

T ^^ s ^^p^^p^^ s ^^p^^ A ^^p^^ E ^^ L ^^ L ^^ G ^^ G ^^ s ^^ s ^^V--F--L---F--P-- +154 

CCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG +522 

p^^ K ^^p^^K--D--T--L--M--I--S--R--T--P--E--V---T---C-''-V-'-'V--V--- +174 

GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTG +582 

D ^^V-~S~~H~~E~-D-~P~~E~~V~~K--F-~N-~W~~Y-~V~-D--G~-V--E~~V~~ +194 

CATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGC +64 2 

H~~N — P — R—E— E — Q— Y — N— S— T — y~~R~~v — V— S— +214 

GTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCC +702 

V~~L~-T~~V~~L-~H~~Q~-D--W--L-~N--G--K--E--Y~-K--C~-K-~V~~S~~ +234 

AACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGA +7 62 

N--K--A--L--P-~A~~P~~I~~E~~K~~T-~I~~S~~K~~A~~K~-G---Q--P--R~~ +254 

GAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGC +822 

E ^^p^^Q^^ V -~Y~~T-~L-~P~~P~~S~-R~~D~~E~~L--T~~K~~N~~Q~-V~~S~~ +274 

CTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAAT +882 

L^T^C^L^V— K— G— F — y~-P~~S~~D~~I~~A~~V~~E~~W~~E~~S~~N~~' +294 

GGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTC +942 

g ^^q^^P^^ e ^^ n ^^ n ^^Y~-K--T--T~~P~-P--V~-L~~D~~S-~D~~G~-S~~F-- +314 

TTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCA +1002 

F_ L _Y— S — K— L~rT — V — D — K — S — R — W — Q — Q--G— N — V— F — S — +334 

TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCT +1062 

C ^^S-~V--M~~H~-E~~A--L~~H-~N~~H--Y-~T~~Q--K~-S~-L--~S-~L~-S~~ +354 

CCGGGTAAATGA 
P— G— K— * 



FIGURE 26 



ATGGGTGTACTGCTCACACAGAGGACGCTGCTCAGTCTGGTCCTTGCACTCCTGTTTCCA -19 

AGCATGGCGAGCATGGCAATGCACGTGGCCCAGCCTGCTGTGGTACTGGCCAGCAGCCGA + 42 

S^^ M ^^ A ^^S~~M~~A~-M~~H-~V~~A~~Q--P--A-~V-~V--L--A~-S-~S~~R~~ +14 
+ 1 

GGCATCGCTAGCTTTGTGTGTGAGTATGCATCTCCAGGCAAATGGACTGAGGTCCGGGTG +102 

G~~i^~a~-S--F--V~-C~~E--Y~~A~~S~~P~~G~~K--W--T~~E~~V~-R--V~~ +34 

ACAGTGCTTCGGCAGGCTGACAGCCAGGTGACTGAAGTCTGTGCGGCAACCTACATGATG +162 

T ^^ V -~L--R-~Q-~A~-D--S--Q--V--T~-E--V--C~~A~~A-~T--Y~-M~~M~- +54 

GGGAATGAGTTGACCTTCCTAGATGATTCCATCTGCACGGGCACCTCCAGTGGAAATCAA +222 

g ~~n— E— L~~T— F— L— D— D— S— I— C— T— G— T— S— S— G— Q~~ +74 

GTGAACCTCACTATCCAAGGACTGAGGGCCATGGACACGGGACTCTACATCTGCAAGGTG +282 

V~-N-~L~~T--I~~Q~~G~-L--R--A~-M--D--T--G--L--Y--I--C--K--V~~ +94 

GAGCTCATGTACCCACCGCCATACTACGAGGGCATAGGCAACGGAACCCAGATTTATGTA +342 

E _ L _ M _Y— P— P— P— Y— Y— E— G — i~-G— N— G— T— Q— 1~ Y— V— +114 

ATTGATCCAGAACCGTGCCCAGATTCTGATCAGGAGCCCAAATCTTCTGACAAAACTCAC +4 02 

j^D^p^E—P— C— P— D— S— D— Q — E— P— K— S— S — D—K—T— H— +134 

ACATCCCCACCGTCCCCAGCACCTGAACTCCTGGGGGGATCGTCAGTCTTCCTCTTCCCC +4 62 

T ^^ S ^^p^^p^^S-~P~~A--P--E--L--L--G--G~~S--S--V~~F~~L~~F~~P~~ +154 

CCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG +522 

p^^ K ^^p^^K--D--T--L~~M--I~-S--R--T--P--E--V-~T~-C~~V~~V~~V~~ +174 

GACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAGGTG +582 

D ^. V -~S~~H~-E-~D--P~~E~~V~~K-~F--N--W--Y--V-~D~~G~~V~~E-~V~~ +194 

CATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTCAGC +642 

H ^^ N ^^ A ^^K^^ T ^^K~~P~~R-~E~~E~~Q~~Y~~N-~S~-T--Y-~R~-V~~V--S-- +214 

GTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTCTCC +7 02 

V~~L~-T~~V~~L~-H--Q~~D~~W--L-~N~~G--K~~E~-Y-~K~~C~~K~~V~~S~~ +234 

AACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCCCGA +7 62 

N--K--A--L--P-^A--P--I--E--K--T--I--S--K--A--K--G--Q--P---'R~'- +254 

GAACCACAGGTGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAGC +822 

e ^^P^^q^^V-~Y--T~~L~~P~-P~-S~~R~~D-~E~-L--T--K--N~~Q~~V--S~~ +274 

CTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGCAAT +882 

L ^^ T ^^C~~L--V-~K~~G~~F~-Y~~P~-S~~D~~I-~A--V--E~~W--E~~S-~N~- +2 94 

GGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGTGCTGGACTCCGACGGCTCCTTC +942 

G~~Q~ ~p^~E~~N~-N--Y~~K--T--T~-P-~P-~V~~L~-D~~S~-D~~G--S~~F~~ +314 

TTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTCTTCTCA +1002 

F ^^ L ^^y^^ S --K~-L~~T~~V--D-~K~~S~~R~-W~~Q~-Q~-G--N-~V~~F~--S-- +334 

TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCT +1062 

C ^^ S ^^V~~M--H-~E~-A~-L~-H~~N~~H--Y~~T~~Q~-K--S~-L-~S-~L-~S-'- +354 

CCGGGTAAATGA 
P— G— K— * 
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Human CD80 CHO cells 
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_ CD80 CHO + PMA costimulation 
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CD86 CHO + PMA costimulation 
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Secondary alloresponse 
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FIG 32C 



Inhibition of PHA-induced monkey T cell proliferation 
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FIG. 34A 



PMA BLASTS +CD80 CHO cells 
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PMA BLASTS +CD86 CHO cells 
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CD80 CHO CELL BINDING 



£ 300 T 




fusion protein /^g/ml 



FIG. 35B 



CD86 CHO CELL BINDING 
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INHIBITION OF T CELL ALLOSTIMULATION 
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PROTEIN CONCENTRATION 
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